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E = R-^/(R'6 + F^-^) 
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FIG. 1 
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FIG. 2 
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Primer Strand: 
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• Primer Strand : 
Top 5' GGT 


ACT 


AAG 


CGG 


CCG 


CAT 


G 




3' 


• Template Strands 
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Enzyme: None T7 T7 Seq Seq T7 Sequenase Taq 

Primer: + + + ++ + + ++ + + + + + + + ++ + 

Template: - + . + B0T-3T Sau B0T-3T Sau B0T-3T 

Nucleotide: - dA y-dA dA y-dA dG dA (spill) y-dA dG dA y-dA dG dA y-dA dG dA y-dA dA y-dA 




FIG. 11 
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